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» Phase 3 clinical trial candidate rilparencel is an autologous cell therapy
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» Two immunophenotyping panels were developed: One focused on renal
epithelial cell identity in the nephron (proximal tubules, distal tubules,
collecting duct, and podocytes) and a second panel focused on markers
associated with a tissue healing response.
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Fig 7. PDPN expression in final product cells. Variability of %PDPN+ cells in
product ranging from 0.8% to 8.8% with an average of 2.94%. N = 7.

T »
LU R Mg

& XS TR B ok R s
GOAL < S ozt anpT
PN :i § Fig 4. Percent cell positive expression for each marker in Panel A. CD10, n T . 100
To generate in-process flow cytometry characterization of kidney cell R “c:;aﬁénsuﬁ CDI}' CDZM" and GATA3 pr?gresswely increase in terms of percent cell B j -~ : j %
therapy product rilparencel during key manufacturing steps. pOSI'(.IVe during manuf(acturmgA of SRF, CD227 and CD326 are both E * !
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volume for 30 minutes at 4C, followed by LD NIR. % © a s A, = < A population of CD227+ cells is present on the PT phenotype, with
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(BioLegend), washed, resuspended, and acquired on a BD FACS Lyric. . “ - phenotype based on high GATA3 expression throughout manufacturing. N=7.
= Single-color compensation controls were made using both cells and D13 BBSIS R ) cous . . j ) )
UltraComp beads. Compensation was calculated in FlowJo. Single cells in Fig 2. Di < onality red at To iy point. Left: Bivariate plot of Fig 5. Dynamic p ypic cf during facturing. Cells early in SUMMARY

the live gate were analyzed using FlowJo and GraphPad Prism.
Table 1. Multiplex Flow Cytometry Panels

Panel A: Cell Identity Panel B: Progenitor and Self-renewal repair

CD13 x CD224 shows four unique cell populations that are present in the TO
sample. Right: tSNE analysis of flow cytometry Panel A reveals clusters of
cells at TO that are largely driven by the expression of CD13, CD224, and
PDPN.

Concatenated

manufacturing (T0) are CD24-positive and are highly positive for CD133.
Expression for each quadrant of CD24/CD133 expressing cells is shown for
CD90 (middle row) and CD146 (bottom row). CD133 is downregulated
during manufacturing of SRC which is accompanied by increases in CD90
expression and significant upregulation of CD146 expressed on cells.

Multiparameter flow cytometry analysis reveals dynamic expression profiling
changes during the manufacturing of Phase 3 clinical trial candidate
rilparencel.

Cells become increasingly positive for proximal tubule kidney markers such as
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increases slightly, and CD133 is downregulated. N=7

occurs during
manufacturing.
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